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WHILEOWENRD, HEVIEMEICI s THELL EH
A ONBH, IEFHERIMERICIBIT S PS ik ngEix
RHTH L. FEBIHEE L 72 IEW SR MER Tl 3
Y ha—URIMERE LT 7Y v 28— B 2
BETLTWwWAZERRB LA IEWEEMRIMLERTIET
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fa iz ATPIIC ke Sz 2 &2 5, EALIHE S Tt
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LUFREATRIE S N7 SR, BEAINER ORI Bk
LT 5 & L TRIMIRFGF 03T 2 A 7 = X LD
Wz BT, EMEMEZEORMEKICBNTH, 71 v
NR—¥BLUOAZ I 77 —XiEE, ATPIIC D=
ATP R K'BEOWEZIT) 2 & TIFEMIET 5 L &
BT in vitro FEEGR T PS AL 2 Jlil 9 2 )7k & Al 7
L 72w,

2. Mitochondrial metabolism during bone marrow
hematopoietic stem cell maintenance (G&IMeErHAEHER
B33 ba> FUT7HRE

(Department of Microscopic and Developmen-

tal Anatomy, Tokyo Women's Medical Univer-

sity/fi 5 (SRR - TRRRIEIE))
Ayako Nakamura-Ishizu/47 858 7-

Hematopoietic stem cells (HSC) in the adult bone
marrow (BM) proliferate and differentiate to replenish
mature blood cells in the peripheral blood. In order to
maintain a substantial pool within the BM, HSCs
remain cell cycle dormant. Among the various factors
which influence HSC cell fate, the cytokine thrombo-
poietin (Thpo) uniquely regulates self-renewal, differ-
entiation and quiescence of HSCs. We have studied the
effects of Thpo signaling on HSCs through administra-
tion of Thpo receptor agonist to wild-type mice and
Thpo deficient mice (Cell Reports 2018, Blood 2021). We
will discuss the multifaceted roles of Thpo signaling in
lineage-specific differentiation as well as HSC mainte-
nance through metabolic alterations.
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3. T F U EBDOEREER
O BEaE (ANRRRHLE - SRTBARERL 25057 ) )
FASSEE - ARG F - SR SEAT
WINREREFG Y A ba 7 4 —0RIEET (727 F
), oA bMa A or) avvibEa L TR
KOG L Twa. LarL, FRtorkito
FAEERET HHEDRH Y, HBEHIN TRV
PHIRTH L., HAFFET A a4+ (N132IN1)
VT, 77 F Y OBNREILLE, 777 0%EBlE
HEIE DI IEOBREH B 2 L 2R R L. F72,
MO 2 HIA 3 AN R ¥ Y2 HDH B, cyclin
D1 IZ#%H L, reverse transcription-polymerase chain
reaction (RT-PCR), W x A% »7uv b, it
“#, enzyme-linked immunosorbent assay (ELISA)-
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BEFZETHS c-Jun ICHET A EPHL N E L 572
L»L, 772FORBL~NNVDLEIL c-Jun N-termi-
nus kinase (JNK) & c-Jun @V YBALL NVIZHEL
otz UEORRIE, 727 F U APl LBEAKRE
5 Z & Teyelin D1 OB 2428 L, MFuBgsEic
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