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8. & bF+FaF)FF— (NK) HEIaNIZRHE
EEERRIZE TS Fas ) > F-Fas HiE D&
)|

(A, KK« KB NA 94
I v ARH?)

FRE T - BEHIEZ!
KEFET « RAE—? - Bil#H—!

NK a0 fEE a5 E 1 —# 2 NK A
BT 2HEERTICL S 3N TWEY, LI
FHEPIE Fas DM EERRE L7z,

t b NK#faic i, mRNA v~V Fas U A4
Y ROFERDOH S Z &% RT-PCR & THELEL 7-.
Ca W {&fFHT T < OHEFESE O B2 & R A I T
25&, a7u—vRAiFCa?'frETHIEZN 3
B, 7R M=y 2 1FZ30~40% DB TR D,
Ca? I AEETH - 72, Fas TR LFEE T 2K
4B4-3B (Fab) ZREREFEEICT R b — A Z2H
1L U7z, Fas FiR & @l FIR S 27 W4l TR
Ca* AR, NKFEHEED 7R F—3v RiZ WRI9
L (B o2.5f58mL7:. FasHBHIIE=DH 5
MmyEAAEsE (10/8) 23 % &£ Fas %
HOBEWMETIERZE (80~95%) DML 1
su—Y AR 2L, FasFHEHROE M TIX
T0~85% M7 K b =¥ A EF I L12A3, 15~30%
A7 u—yv A ERLE.

PAE, v b NK IR A 7 2 —2 X
ET RN =V ARFEEL, Fas V 4 >~ F-Fas Hii
OfEA I E M NKilagE K& e kE 2R
LTwbZEE@EIRBLIE,

9. OK-432lEZAIXS S ThiY A b HM %
FETS

(88 —JmbestEh JNTHEE: -
SHPE— - PRS- REE

(HiY) EEREAH OK-4320HiEEshR X, %
FEEOYA b A YOFE L Z NI EHY
MoK L 2t wbhs, Lal, EERICE
BRFTTHA bA A U FEEIN T EEEL
P LIRE R R, 22 THENE, B
of L C OK-432% AN ER 5 L, BREMEBAO Y
4 A4 vEEBRHEL THT.

CergR & RN RIS YIBREIT B E25ERI T, #
DWERIE OK-432 (10KE) %2 fiHiEENIR 5 L7z,
OK % ; 166, MALEXHD CHE . 9fITH 5.
BRI & b, YIREAROFEH MM (OK BTk
ERUTEE, CRECIRIBAEIATID) 2 B L, MR
It & L b iZ, IL-1a, TNF-«, IFN-@, IFN-y
REDYA A% ELISA 2 CEE (pg/100g
protein) L7z,

(BHE & H22) MM, OK BETIXIZIZLH]
DFEHFEBICZER ) v Bk x a7 7 —Y 0
BENASNTN, CHTER DN Lo T2, W
A MAAYEE, IL-1a i3 OK #1.00+1.20, C B
0.30+0.04 (p=0.04), TNF-a 1340.50%+0.61,
0.27+0.36 (p=0.26), IFN-a 1340.70+0.48,
0.27+0.27 (p=0.01), IFN-y 134%0.46+0.33,
0.22£0.17(p=0.02) TH Y, TNF-a LIF+iz OK
HCTHBECEETH> . ML, OK4320%5F
Fzix) v oRske~vrn 7y =V ENREL,
FIRFICY A4 M A VB EEIND EDEFENZ 5
iz, 25 L7l « EmiE b e v
A NhAVEEDEAERICLD, HEER
KRTrLeEZON5,

10, HCV-DNA 77 F > D&t

(HILZRARD fEETLAF -
LOWF - iEE ¥ - SRERBTF -
B e RN ' amlllER .
INBEZ - 7)1 - HHEEF
FBANE - IWAWE - bk EiR

T, A 7NV A ) X% D strain fH]
TERIZEAIIVANADY 7F > & LT DNA
ToFUEPEHEDHVO TS, Lk, HCV
core 3 & A7 DNA 727 F v 2BFL, 20
7 27 F > construct % Balb/C = 7 &2 O K FRIYEA
iz100pug ¥ 24 EE S L, 2D HCV core &
B A EH I FEIR U 72 SP-2/0fifa 25 L7z, %
DFER, DNA V27 F o 2B 5 L EHTRERI
EEEEL IE s, CTL7 v A4 THEEK
killing 25588 5 L7z, §%%, Z D HCV core-DNA
77 F 0%, HCV OF L FRhEE U TR
na.
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